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298-68001 Target mRNA Cloning Kit wako 10 [EAH 60,000
291-70201 microRNA Isolation Kit, Human/Mouse Ago1 10 [EHAH 60,000
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292-67301 microRNA Isolation Kit, Mouse Ago2 10 [E1A 45,000
297-70301 microRNA Isolation Kit, HumanAgo3 10 EIA 60,000
298-67901 PCR Purification Kit wako ™ 30 EIH 15,000
310-80253 - " 50units 5,600
314-80251 HOTGoldstar * DNA Polymerase 500units 45,000
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